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Experiments: results and analysis
Plate templates are created with FastR.fr, they are imported in the LightCycler 1536 during the experiment.
FastR.fr can import results from multiple plates exported from ABI-PRISM 7500 and Roche LightCycler 1536.

The Roche LightCycler 1536 is a Quantitative PCR device which works with 1536-well
plates. It can be used to measure the expression of 96 genes in 16 samples (or 16 genes in

PACAP (Pituitary Adenylate Cyclase-Activating Polypeptide) is a peptide whose roles on PC12 cells are well
known. PACAP induces cell differentiation and protects against oxidative stress.

96 samples). This requires to manage an important amount of data. Before the experiment,
groups of genes must be chosen and primer pairs have to be designed and then tested. After

PC12 cells were treated with PACAP. Expression of genes was measured after 1 and 3 h.

the experiment, the results have to be analysed. The website FastR.fr was created in order
http://www.fastr.fr/

to respond to these needs.

Analysis parameters
Importation of genes and design of primer pairs
Each interest and control gene is imported in FastR.fr from
data available through Ensembl and NCBI databases.
Example: Egr1

Primers pairs are designed with Primer-BLAST and added to
FastR.fr.

Samples treated under the same conditions are organized in groups. Reference genes are used to normalize data.
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Association of samples with groups

Data are imported from Ensembl and
NCBI databases.
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Results for the Egr1 gene
Plots display relative quantities of gene between the groups. Melting and amplification curves are used to check that the primers
work normally.
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FastR.fr. The
next step is the
design of
primers.
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2-ΔΔCt: Analysis of relative gene expression data using real-time quantitative PCR and the 2(-Delta Delta C(T)) Method,
Livak, K.J. & Schmittgen, T.D., Methods 25, 402–408 (2001)

Results for all the genes
Primers pairs are then validated experimentally.

These charts help the biologist to interpret the results by getting an overview of all the results from an experiment.
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Panels of genes
A panel of genes is a group of 84
genes involved in a given
biological process or a metabolic
pathway. Genes are chosen from
bibliography researches.
PACAP regulated genes
Reference genes are colored in blue,
PCR controls are colored in orange.
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